INTRODUCTION
The majority of the Mendelian or monogenic diseases are relatively rare individually, but collectively they become quite common. With the advent of better surveillance and stringent interventions infectious/communicable diseases are declining globally, however, hereditary and genetic disorders emerge as a major burden on the healthcare-systems.
MLDs may have mild to severe nature. The anomalies which are restricted to one organ-system and do not seriously affect the quality of life may be considered as milder types. These include for instance, digit defects like polydactyly, syndactyly, brachydactyly, etc. Severe anomalies like dwarfisms render long-term disabilities and are source of mortality in many instances. 2, 3 Population based studies are important to appreciate the burden of MLDs and to propose strategies for their management.
In Pakistan, high prevalence of genetic disorders has been reported. High rate of consanguinity, overlapping generations and stable communities have led to multigenerational pedigrees with several individuals exhibiting rare genetic disorders. 4, 2 Studies have shown that MLDs are one of the major categories of disorders among the total malformations. Due to inadequate diagnostic, management and rehabilitation facilities the burden of these disorders is greater in Pakistan than in Western countries. Better understanding of the types and nature of malformations is the pilot step towards the public health policy making. To this end, the present descriptive cross-sectional epidemiological study was carried out on MLDs in the population of the Chitral district, which is a remote and isolated population in the North-West of Pakistan.
METHODS
This cross-sectional epidemiological study on MLDs was conducted during 2012-2013 in Chitral district of Khyber Pakhtunkhwa province. Subjects/families with certain types of MLDs were ascertained by visiting public places like educational institutes and community centers and through door-to-door surveys. An informed consent was obtained, either from the individuals or their parents. For each individual, detailed data were obtained on demographic variables. Each subject underwent a clinical and physical examination with the help of a local medical practitioner. Detailed pedigrees were drawn from the familial cases. However, only the index subject in each family was included in the analyses. The study was approved by the Ethical Review Committee of the Quaid-I-Azam University, Islamabad.
MLDs were characterized with the help of a resident medical officer and by employing the standard medical databases. 5, 6 Digit defects like polydactyly and syndactyly were further characterized into well-described entities. 7, 8 Descriptive summaries were generated and the departure from random distributions was evaluated with χ 2 and Fisher's exact test statistics.
RESULTS

Spectrum of MLDs:
There were 153 independent subjects/families ascertained with MLDs. These malformations were classified into nine broad categories, and among those polydactyly had the highest representation (n=109; 71%; proportion: 0.7124 ; 95%-CI : 0.6407-0.7841), followed by syndactyly (n=14; 9%; prop.: 0.0915; 95% CI: 0.0458-0.1372), absence deformities (n=9), musculoskeletal defects (n=6), talipes (n=5), contracture anomalies (n=4), brachydactyly (n=2), leg defects (disproportionate leg length; n=2), and overriding toe (n=2) (Table-I; Fig.1 ). The majority of the MLDs had a sporadic presentation (n=120; 78%), while familial cases were 22%. In polydactyly, postaxial type-B was the most common malformation (n=44), followed by preaxial type-I (n=43). There were five syndactyly types and syndactyly type-1a (zygodactyly) was the most prevalent type (n=9).
Musculoskeletal/Limb defects in Chitral, Pakistan Affected male-to-female ratio: Male subjects were found to be commonly affected than the females in most of the ascertainment categories. For instance, in the total index cases the frequency of affected males was twice than that of females (M:F= 2.1:1). Among the sporadic cases (n=120), 84 males and 36 females were observed (2.3:1). In the familial index cases (n=33), there were 19 males and 14 females. Expressivity analysis: Involvement of upper and lower limbs: The 153 index subjects had a total of 222 affected limbs ( Table-II) . The upper limbs were more commonly affected (n=141) than the lower limbs (n=81) (p=0.004) (Fig.2) . In the upper limbs, left arm was slightly more affected than the right (78 vs. 63, respectively). In the lower limbs, right and left legs were almost equally involved. Furthermore, only the upper limbs were affected in 102 cases, only the lower limbs in 42 subjects, and both upper and lower limbs in 9 instances. Additionally, only one limb was affected in 99 cases, any two limbs in 46, any three limbs in one subject, and all four limbs were observed to be affected in seven cases.
Familial and sporadic cases of MLDs:
In 33 familial cases, the malformation was witnessed to segregate in one (n=14) or two generations (n=15). Across all pedigrees, the malformations were segregating 1.70±0.68 generations on average. Furthermore, the mean affected sibship per pedigree was calculated to be 1.70±0.68, while affected subjects per family averaged 3.06±1.77 (data not shown).
The 120 sporadic cases were analyzed with respect to the parity/gravida of the index subject and the size of his/her normal sibship. The majority of index subjects belonged to first parity (43%; n=51), followed by 2 nd (37%; n=44), and 3 rd gravida (13%; n=15). The parity in all sporadic cases averaged 1.91±1.05. Associated malformations in the index subjects and their families: MLDs had essentially isolated presentations in 93% (n=142) cases. Eleven index subjects were observed to have 16 associated malformations, the most common of which were syndactyly (n=5) and camptodactyly (n=3). There were 13 occasions in which certain other malformation was witnessed in the family members of the index subject.
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Demographic distribution of subjects/families:
Distribution of subjects/families was established along the socio-demographic variables of the Chitrali population (Table-III ). In the majority of these variables, the distributions were statistically not significant in the male/female and sporadic/ familial samples. However, statistically significant differences were observed in the distributions in variables like literacy and family type.
DISCUSSION
In the present cohort, majority of the MLDs had rather milder nature. However, 17% (n=26) malformations had severe nature. These included absence deformities, musculoskeletal defects, talipes, contracture anomalies and leg defects. It was observed that these anomalies resulted in certain types of restrictions in the normal life functions of the subjects and none of them had undergone cosmetic improvements. Nonetheless, in all the ascertainment categories of recruited subjects (i.e., index subjects, familial/sporadic, total affected family members), a high male-to-female ratio was observed. A strong sex distortion has been reported in other congenital and hereditary malformations. For instance, in case of talipes, males are twice in proportion as compared to females. 6 In polydactyly, males are more commonly affected then the females. 9 There were nine major classes of MLDs in the present sample which could be further categorized into 20 sub-types. In an epidemiological study in Southern Pakistan, nine major types of MLDs were witnessed, and polydactyly and syndactyly were the most common malformations. 10 Polydactyly was also the most prevalent type in the present study. Polydactyly cases were further characterized into five well-characterized preaxial and postaxial entities. Postaxial type-B (OMIM-174200) was observed to be the most prevalent type, followed by preaxial type-I (OMIM-174400). Collectively, postaxial types were more common. However, postaxial types were common in the South American cohort.
11 Similar to an epidemiological study carried out by Castilla et al. 9 in South America, we also observed a preponderance of affected males, low frequency of familial occurrence, involvement of upper limbs more frequently than the lower limbs, and left arm frequently more affected than the right. Furthermore, there were five distinct types of syndactylies in the present study and zygodactyly (OMIM-609815) was observed to be the most common type. Zygodactyly has been observed to be the most common type in several independent epidemiological studies with a prevalence of 2-3/10,000. 5 One of the interesting findings of the present study is the highest representation of digit anomalies among the MLDs. Polydactyly, which was overwhelmingly common in this dataset, had mainly sporadic presentations. In an extended cohort of 313 subjects with polydactyly from Pakistan, 65% cases were observed to be sporadic. 4 The majority of isolated congenital digital anomalies occur spontaneously without any family history. This has led researchers to search for environmental etiologic factors. By employing a very large dataset, Man and Chang 12 demonstrated that maternal smoking during pregnancy was a statistically significant risk factor for having a newborn with polydactyly, syndactyly or adactyly.
Chitralis are traditionally conservative and it was difficult to interact with the community without a local resource person familiar with Khower language and their customs. Moreover, the climate is extreme for several months of the year, especially the harsh winter do not allow much economic activity in the area. Because of cultural and religious influences women's mobility is restricted. Hence, a general epidemiological study focusing all types of hereditary malformations was not possible (this may also partly explain the high representation of male subjects among the index cases).
CONCLUSION
This study is the first description of MLDs in the remote and isolated population of Chitral. One of the major advantages of the present study is a sufficiently large and random sample ascertained from 24 different sites. The current study, however, does not provide the true prevalence and incidence rates of limb anomalies which could be useful in estimating the frequencies of mutation(s) and heterozygote(s) in the populations. Moreover, this study highlights a significant proportion of MLDs cases which have sporadic and isolated nature, and warrants further case-control studies in order to dissect the potential genetic and environmental causes.
